INTERPRETATION TABLE

DQA1 SSP typing

Amplification patterns of the DQA1*0101 to *0602 alleles

Well®
1 2 3 4 5 6 7 8 9 10 | 11| 12| 13| 14 | 15 | 16
Length of spec. 145|170 145|170 220|100| 95 | 65 |175|185|215|225]|225|125|165| 90
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Well No. 1 2 3 4 5 6 7 8 9 10 | 11| 12| 13| 14 | 15 | 16
DQAL allele’
*010101, 010102 1 2 8 13
*010201-010203 2 3 8 13
*010204 2 3 13
*0103 3 4 8 13
*010401, 010402 1 2 5 6 13
*0105 1 2 5 13
*0106 2 3 ? ? 7 ? 13
*0107 1 2 ? ? ? 13
*0201 8 9 13
*030101 8 10 13
*0302 8 10 11 | 12
*0303 8 10 12
*040101 8 13 | 14
*040102 8 14
*0402 8 13 | 14
*0403N 8 13
*0404 8 13 | 14




Well No. 112 ]3| 4|5 |6 |7 |8]9]10|11]12]| 13|14 | 15| 16
Length of spec. 145|170 | 145|170(220|100| 95 | 65 [175|185|215|225|225| 125 165| 90
PCR product

Well No. 1|12 | 3| 4|56 78| 9|10]|11|12]13 |14 15| 16
*050101, 050102 8 13 14 15
*0502 8 13 14 15 16
*0503 8 13 14 15
*0504 8 13 14 15
*0505 8 13 14 15
*0506 8 13 14 15
*0507 8 13 14 15
*0508 8 13 14 15
*0509 8 13 14 15
*060101, 060102 8 13

*0602 8 13

DQAL1 allele*

Well No. 1123|456 |7 |8] 9|10 11]12]|13| 14| 15| 16




INTERPRETATION TABLE

DQA1 SSP typing

Amplification patterns of the DQA1*0101 to *0602 alleles

well®
17 | 18 | 19 | 20| 21 | 22 | 23 | 24 | 25| 26 | 27 | 28129 | 30 | 31 | 32
200|200|205|135(100|120| 85 | 220 80 |150| 90 |105|160|215|100| 135 Length of spec.
175 PCR product
4301 430|430|430]|430|515]430|430|430|430|430|430|430,430|430/|430 Length of int.
pos. control®
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17 | 18 | 19 | 20| 21 | 22 | 23 | 24 | 25| 26 | 27 | 28129 | 30 | 31 | 32 Well No.
DQA1 allele*
24 *010101, 010102
24 *010201-010203
24 *010204
24 *0103
24 *010401, 010402
24 *0105
24 *0106
24 | 25 *0107
W *0201
24 *030101
24 *0302
24 *0303
23 | 24 *040101
23 24 *040102
23 | 24 26 *0402
23 24 27 *0403N
23 | 24 28 *0404




17 |18 | 19 | 20| 21 | 22 | 23 | 24| 25| 26| 27 | 28|29 | 30| 31| 32 Well No.
200|200|205|135(100| 120| 85 |220| 80 |150| 90 | 105|160|215| 100|135 Length of spec.
175 PCR product

17 |18 | 19 | 20| 21 | 22 | 23 | 24| 25| 26| 27 | 28|29 | 30| 31| 32 Well No.
17 19 24 *050101, 050102
? | ? 19 ? ? *0502
18 19 24 *0503

? |7 20| ? ? *0504
17 19 21 *0505
18 19 24 30 *0506

18 19 24 31 *0507

17 19 21 32 *0508
17 19 21 25 *0509
22 23 | 24 *060101, 060102

22 23 24 29 *0602

DQAL1 allele*

17 118 | 19| 20| 21 | 22 | 23 | 24| 25|26 | 27 | 28|29 | 30| 31| 32 Well No.
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